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Experienced and motivated scientist with a strong publication track record. My multidisciplinary skills in
both informatics and bench work gives me a unique perspective and has made me highly adaptable.

Professional Overview
Experienced bioinformticianwith a strong track record in the field of spinal cord injury and Alzheimer’s disease. Ex‑
tremely adaptable with a highly interdisciplinary background of bench work, proteomics, genomics and bioinfor‑
matics. Accomplished in working with diverse teams, including clinical and patient‑facing settings. My leadership
with informatic colleagues in working more cohesively and reproducibly by promoting the use of version control,
containerisation and continuous integrations has streamlined our projects, reduced errors and improved quality.
Related experience in training colleagues in the use of tools such as Git, GitHub/GitLab, R Markdown/Quarto and
Docker.

Employment
Cardiff University Cardiff
RESEARCH ASSOCiATE ‑ BiOiNFORMATiCiAN 2021 ‑ 2023

Bionics Institute East Melbourne
RESEARCH ASSiSTANT 2016 ‑ 2018

Education
Keele University Keele
PHD iN BiOMEDiCAL ENGiNEERiNG 2018 ‑ 2021

Lancaster University Lancaster
BSC (HONS) ‑ BiOLOGiCAL SCiENCES ‑ 2:1 2013 ‑ 2016

Awards
DEMON network London
NEUROHACK 2022 ‑ WiNNiNG TEAM 2022

Race Against Dementia Cranfield University
DEMENTiA RESEARCH MEETS MOTORSPORTS INNOVATiON ACCELERATOR ‑ WiNNiNG TEAM 2021

Funding
EPSRC Centre for Doctoral Training in Regenerative Medicine Loughborough
CDT CONSUMABLE GRANT 2021
• £5000 awarded

Talks
ISCoS 2021 Oswestry
PROTEOMiC AND BiOiNFORMATiCS ANALYSES OF PLASMA FROM SCI NEUROLOGiCAL iMPROVERS AND NON‑iMPROVERS 2021

http://gmbernardoharrington.netlify.app
https://orcid.org/0000-0001-6075-3619
https://github.com/H-Mateus
https://www.linkedin.com/in/gmb-harrington


Centre for Doctoral Training Conference, 2021 Virtual
REPRODUCiBLE DATA ANALYSiS 2021

Centre for Doctoral Training Conference, 2019 Manchester
REPRODUCiBLE RESEARCH 2019

Skills
Bioinformatics
PROTEOMiCS, GENOMiCS, HiGH PERFORMANCE CLUSTER COMPUTiNG, SLURM, ELECTRONiC HEALTH DATA

Programming Languages
R, BASH, PYTHON, SQL, NEXTFLOW

Wet Lab work
3D TiSSUE CULTURE, MiCROSCOPY, ANiMAL HANDLiNG, HiSTOLOGY

Markup Languages
MARKDOWN, RMARKDOWN/QUARTO, YAML, CSS, HTML, LATEX

Version Control
GiT, GiTHUB, GiTLAB

Language
PORTUGUESE

Microsoft Office
EXCEL, OUTLOOK, ONENOTE, POWERPOiNT, WORD
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